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Abstract

The study of invasiveness, the traits that enable a species to invade a habitat, and
invasibility, the habitat characteristics that determine its susceptibility to the establishment
and spread of an invasive species, provide a useful conceptual framework to formulate the
biological invasion problem in a modelling context. Another important aspect is the
complex interaction emerging among the invader species, the non-invader species already
present in the habitat, and the habitat itself.
   Following a modelling approach to the biological invasion problem, we present a
spatially explicit cellular automaton model (Interacting Multiple Cellular Automata,
IMCA). We use field parameters from the invader  Gleditsia triacanthos and the native
Lithraea ternifolia in montane forests of central Argentina as a case study to compare
outputs and performance of different models. We use field parameters from another
invader, Ligustrum lucidum, and the native Fagara coco from the same system to run the
cellular automaton model. We compare model predictions with invasion values from aerial
photographs. We discuss in detail the importance of factors affecting species invasiveness,
and give some insights about habitat invasibility and the role of interactions between them.
Finally, we discuss the relevance of mathematical modelling for studying and predicting
biological invasions.
   The IMCA model provided a suitable context for integrating invasiveness, invasibility
and the interactions. In the invasion system studied, the presence of an invaders´ juvenile
bank not only accelerated the rate of invasion but was essential to ensure invasion. Using
the IMCA model we were able to determine that not only adult survival but particularly
longevity of the native species influenced spread velocity of the invader, at least when a
juvenile bank is present. Other factors determining velocity of invasion detected by the
IMCA model were the seed dispersal distance and age of reproductive maturity. We
derived relationships between species´ adult survival, fecundity and longevity of both
theoretical and applied relevance for biological invasions. Invasion velocities calculated
from the aerial photographs agreed well with predictions of the IMCA model.

Key words: biological invasion, habitat invasibility, mathematical modelling, species
interactions, species invasiveness.

Abbreviations: IMCA – Interacting Cellular Automata Model
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Introduction

Defining biological invasion is still a difficult task, due in part to the proliferation of terms
to describe various concepts used by different authors (Richardson et al. 2000). However,
consensus is growing around at least two main aspects involved in the invasion process: the
traits that enable a species to invade a habitat, termed as invasiveness, and the habitat
characteristics that determine its susceptibility to the establishment and spread of an
invasive species, termed as invasibility (Lonsdale 1999; Alpert et al. 2000). Other
important aspect involved in biological invasions linking invasiveness and invasibility is
the complex interaction emerging among the invader species, the non-invader species
already present in the habitat, and the habitat itself (Higgins and Richardson 1996; 1998).
These aspects provide a useful conceptual framework, even if somewhat simplified, to
formulate the biological invasion problem in a modelling context. Model formulation has
been pointed out as a suitable approach for studying and predicting biological invasions,
compared with the empiric study of cases alone  (Higgins and Richardson 1996).
   In a schematic view (Fig. 1), main elements of the biological invasion process can be
organised allowing a formulation of the model inputs (species and habitat information), and
outputs (predicted patterns and rates of invasion). For example, information needed for
determining woody species invasiveness is related to seed mass, age of first reproduction,
and interval between masting seed crops (Rejmánek and Richardson 1996). Habitat
invasibility is highly influenced by disturbance and resource availability (Burke and Grime
1996) among other factors (Lonsdale 1999; Alpert et al. 2000), and invaders themselves
can have an effect on the disturbance regimes of the invaded system (Mack and D´Antonio
1998). Ecological interactions between invaders and non-invader species can be complex.
For example, the invader can cause inhibition of the establishment in native species
(Walker and Vitousek 1991). Respect to the model outputs, patterns of invader spread are
as important as velocity for understanding the processes and mechanisms behind the
biological invasions (Higgins and Richardson 1996; Higgins et al. 1996). This theoretical
understanding is important for improving prediction and control of biological invasions.
   Following a modelling approach to the biological invasion problem, we present a
spatially explicit cellular automaton model. We first parameterise the model using field
parameters from a Gleditsia triacanthos (Leguminosae) and Lithraea ternifolia
(Anacardiaceae) invasion system in montane forests as a case study. We then use field
parameters from Ligustrum lucidum (Oleaceae) and Fagara coco (Rutaceae) from the same
system to run the cellular automaton model. We compare model predictions with invasion
values from aerial photographs. We discuss in detail the importance of factors affecting
species invasiveness, and give some insights about habitat invasibility and the role of
interactions between them.  Finally, we discuss the relevance of mathematical modelling
for studying and predicting biological invasions.

Methodology

The invasion system

The montane forests taken as a case study covered most of the mountains of central
Argentina up to 1400 m in the past. Native dominants are L. ternifolia and F. coco (Luti et
al. 1979). At present, native forest areas are diminished by clear-cutting, grazing and
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urbanization, and invasion by many woody alien species is common (Marco and Páez
2000). Most frequent invaders are G. triacanthos, L. lucidum, Morus spp. (Moraceae),
Melia azederach (Meliaceae), and Crataegus spp. (Rosaceae).  L. ternifolia and F. coco are
trees up to 15 m, able of germinating and establishing in shallow soils and rock crevices
(Luti et al. 1979). L. ternifolia  presents events of masting seed crops every two years,
while F. coco produces seeds every year. Both species produce small dry drupes that fall
and remain near the parental tree. The species do no have vegetative reproduction, and
germination and seedling establishment need full sunlight and moderate moisture
conditions (Keegan 1984; Bianco 1989).
   The North American G. triacanthos and the Chinese L. lucidum invaders are trees up to
15 m. Both species present vegetative reproduction. The big, indehiscent pods produced by
G. triacanthos are locally dispersed (Schnabel and Hamrick 1995), while the small fleshy
drupes of L. lucidum are bird dispersed (Aragón 2000). Both species produce fruits in high
numbers every year, and present a dense juvenile bank, both of sexual and vegetative origin
(Grau and Aragón 2000; Marco and Páez 2000). The juvenile bank is defined as the
collection of seedlings that germinate and establish under the canopy, surviving in the
shade, until a gap in the canopy appears and seedlings can resume their growth and
eventually reproduce (Silvertown and Lovett-Doust 1993). Values for life history traits
considered determinants of plant spread (Higgins et al. 1996, Rejmánek et al. 1996; Marco
and Páez 2000) were estimated for the species. Data were obtained from field surveys
(Marco and Páez 2000), and from previous works (sources cited in Marco and Páez 2000).

The modelling approach

In the modelling context, we will use an operational definition of invasive species, as a
species that spreads in space, either occupying new habitats, or increasing its cover in areas
previously occupied. Thus, the main distinction is made between invasive or non-invasive
species, rather than native or non-native species (Alpert et al. 2000). This approach allows
for a more general treatment of the invasion problem, since cases in which native species
become invaders after some habitat or climatic change (for example, shrub encroachment,
Jeltsch et al. 1997) can also be considered.

Cellular automaton model

Many complex biological processes, like the spread of invasive species, are often
numerically intractable. One way of simplifying these systems is using cellular automata
models. A cellular automaton consists of a simulation that is discrete in time, space, and
state (Ermentrout and Edelstein-Keshet 1993). The spatial domain of the model is divided
into a fixed grid and each cell in the grid has a state associated with it. The state at the next
time step is determined from earlier states of the cell and its neighbours, through transition
rules based on different kinds of information about the system being modelled. As a model
advantage, random events and habitat heterogeneity can be easily incorporated (Higgins
and Richardson 1996). Cellular automata models have been widely applied to different
plant ecology problems (e.g. Barkham and Hance 1982; Crawley and May 1987; Czarán
1989; Silvertown et al. 1992; Moloney and Levin 1996), although direct applications
dealing with invasion problems are scarce (Auld and Coote 1980, 1990; Wallinga 1995;
Collingham et al. 1996; Higgins et al. 1996; Jeltsch et al. 1997).
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   We developed a cellular automaton to model explicitly and in an integrated way the main
factors suggested by previous works as involved in the plant invasion processes, related to
species invasiveness, habitat invasibility, and interaction between species (Higgins and
Richardson 1996; Higgins et al. 1996; Rejmánek and Richardson 1996; Reichard and
Hamilton 1997; Marco and Páez 2000). Factors related to species invasiveness included are
life history traits (mean maximum longevity of the species, mean seed dispersal distance,
age of reproductive maturity, and interval between masting seed crops), and demographic
traits (annual adult survival probability, mean seed production, mean germination
probability, juvenile survival probability, and mean age of saplings in the juvenile bank, if
present). Habitat invasibility was incorporated into the model through the main factor
affecting species establishment in the system studied, heterogeneity of soil condition (deep
soil or rocky ground) (Marco and Páez 2000). Interaction between the invader and the non-
invader species was included as competition for suitable sites allowing germination and
establishment (competition for space, Silvertown et al. 1992; Marco and Páez 2000). .
Table 1 shows the parameters included in the model: d, mean seed dispersal distance (in
grid units); tmax, mean maximum longevity of the species (in years); q, annual adult survival
probability; tm, age of reproductive maturity (in years); n, mean seed production
(seeds/plant); ts, interval between masting seed crops (in years); fg, mean germination
probability; Ps, juvenile survival probability; and tJ, average age of saplings in the juvenile
bank (in years).  Spatial scale (cell size) is given by the maximum canopy cover of adults (5
x 5 m), and time scale is one year. Each cell is occupied by a single individual that survives
every year with probability q, and dies with probability 1-q. The annual adult survival
probability q is directly related to the longevity (tmax) of the species through a geometrical
distribution for the probability P of dying at age t, in such a way that P(t > tmax) < 0.05. A
dead individual is replaced by another individual of age equal to the mean age of saplings
in the juvenile bank (tj). Since density-dependence can occur in plants at recruitment level
(Gillman et al. 1993), we  incorporated it in the IMCA model as part of the site occupancy
rules (only one individual is allowed to occupy a site, and a juvenile from the juvenile bank
has to wait until an adult dies to reproduce). If the species does not have juvenile bank the
cell becomes empty.
   Colonisation probability of an empty cell depends on the number of seeds si coming from
the rest of the cells into the cell i at time t. Colonisation of the cell occurs when at least one
seed germinates and the emerged individual survives the seedling stage. Considering two
independent events, fg, the mean germination probability of the species, and Ps, the
probability that a seedling survives more than two years to become a juvenile, the
colonization probability (pi) is:

                                                    is
gsi fPp )1(1 −−=                                         (1)

Total number of seeds si  received by the cell i from individuals located at a distance z of
the cell, is calculated as a density function nf(z) over all cells in the grid containing a
mature individual at time t, where  n is the mean number of seeds produced per plant and

22 yxz +=  is the distance to the parental tree. If the interval between  masting seed

crops is greater than one year every mature individual contributes to the counting of seeds
every ts years starting from the age of reproductive maturity, tm.
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   To work with several species we developed  a cellular automaton for each species,
coupling the cellular automata through dynamical interacting rules to incorporate
interactions. This results in a model with great power of generalisation, that we called
Interacting Multiple Cellular Automata, hereafter IMCA model.

The interacting rules are the following:

   The model is individual-based (Huston et al. 1988), each cell being occupied by only one
individual at each time t.
   In an empty cell we compute the probability of colonisation by different species from Eq.
(1) and compare them with independent random numbers sorted for each one. If more than
one species colonises the cell the final occupant is sorted with a probability that depends on
the state and use of the resources in the cell. For instance, in the case study, L. ternifolia
establishes either in shallow soil or rock crevices as well in deep soil, compared with G.
triacanthos, that needs deep soil. Soil parameter in each cell take values of 0 or 1,
representing a rocky ground and a deep soil, and are sorted with some spatial distribution at
the beginning of the simulation and kept fixed through it. Cell occupancy is then defined by
soil state and species characteristics: if soil value = 1, the occupants are sorted with equal
probability but, if soil value = 0, then L. ternifolia occupies the cell. In this way, any kind
of interactions between species (competition, predation, facilitation, inhibition, etc.), can be
easily incorporated in the model.

Simulation Methods

We performed computer simulations of the spread of different species. First we simulated
the behaviour of isolated species and  then we analised the interacting situation for different
combinations of pairs of species Particular parameter values used in the simulations are in
Table 1.
   In most of the cases the results were obtained over an average of  200 samples of random
initial conditions and also over different sets of the random numbers used in the dynamics.
We considered open boundary conditions (Haefner et al. 1991), that is, cells do not receive
seeds from outside the grid area.
   We simulated the isolated spread of  L. ternifolia and G. triacanthos in an empty
rectangular area, starting from a row of individuals randomly aged between 1 and tm,  along
a line y = 0 at the bottom of the rectangle. Seed dispersal distribution was modelled as a
negative exponential function

                                                dre
d

rf /2
2

2
)( −=

π
                                                   (2)
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To estimate the velocity of the spread process we use the asymptotic speed V of the

averaged spread front. We averaged 
_

h over different initial conditions and different sets of
random numbers, for all species, for an area of different widths, typically Lx = 80. Several
tests performed for different area widths showed that the results did not change
significatively for widths over 80 cells. We also performed simulations starting from a
single located tree in the center of the area.
   We first used the IMCA model to study the invasion system constituted by the alien
species  G. triacanthos, Ligustrum lucidum and the native dominant  L. ternifolia. We
simulated the spread of G. triacanthos on a rectangular area, starting from an initial
distribution of individuals with random ages along a line y = 0 at the bottom of the
rectangle. We filled the rectangle with a dense forest of  L. ternifolia individuals of random
ages. We performed another set of simulations, starting from a single G. triacanthos tree
located in the centre of a square area covered by a dense forest of  L. ternifolia. In the same
manner, we studied the spread of Ligustrum lucidum into L. ternifolia forests.

Comparison of model performance with field data

   Model fit to field data were tested using aerial photographs from the area studied,
provided by the Dirección de Catastro (Córdoba Province). Black and white photographs
were taken in 1970 (1:5000), 1987 (1:20000), and 1996 (1:5000). Photographs were
interpreted using image processor software to enlarge them, helping in species
identification at individual level. An estimation of  error in the photograph interpretation
was made, by identifying individual trees in the photograph and then checking if they were
correctly assigned to the species. Sites where invasion after disturbances has been apparent
were selected to estimate velocity of area covered by invaders, but also less disturbed areas
covered by native forest were examined. The area mapped surveyed in detail and then
checked at field covered 5 km2 of a low mountainous system (about 1100 m), with
predominantly deep soils and few rocky outcrops. Rate of spread was calculated estimating
the square root of the area successively covered in 1970, 1987 and 1996. Calculations were
made for G. triacanthos and L. lucidum.
   As another mean of assessing the internal consistency of the IMCA model, we simulated
the spread of the subdominant F. coco into L. ternifolia dominated forest. If the IMCA
model had captured the essential features of the invasion process, and since both species are
non-invader, native species, we expected populations of F. coco and L. ternifolia reaching
stable coexistence in the long term. As both species have similar site preferences for
germination and seedling establishment, no soil variables were introduced in this case. As
in the previous simulations we started considering the spread in a rectangular area from an
initial linear distribution of individuals randomly aged of F. coco at the bottom of the area.
We filled the area with a dense forest of L. ternifolia. We performed another set of
simulations, by initially filling the grid with a randomly interspersed distribution of
individuals of F. coco and  L. ternifolia, in different percentages.

Results
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Cellular automaton model

In all the simulations performed,  the mean spread front showed a transient period, after
that a well defined asymptotic velocity V was reached, with a linear behaviour close to Vt.
In the case of simulations for single species starting from a single tree located in the center
of the area, the spread front developed a circular shape (not shown), with V similar for the
simulations starting from a line of trees. V predicted by the cellular automaton were 9.6 ±
0.1 m/y for G. triacanthos and 0.6 ± 0.1 m/y for L. ternifolia. In all cases, the spread front h
(x) was relatively smooth (not shown). When using the IMCA model for interacting species
both V and the smoothness of the spread front changed. In this case, V tended to be lower,
and the smooth spread front was replaced by a wide spread band area of rough borders, as
the result of the patch formation generated by species introgression into the L. ternifolia
forest. In the case of  G. triacanthos interacting with L. ternifolia, as the spread front
moved along the simulation area many patches of L. ternifolia were replaced by the
invader, and after some time the whole area was invaded. In 300 years, the dense L.
ternifolia forest was replaced by a pure and dense G. triacanthos forest. Fig. 3 shows the
temporal behaviour of the mean spread front for G. triacanthos invading L. ternifolia forest
in two different areas that differ in soil type, deep or rocky. A linear asymptotic V was
developed, and although on rocky ground the invasion V was much more lower, G.
triacanthos invaded and replaced the native forest anyway. We also performed simulations
with a random distribution of deep soil and rocky ground in different proportions in each
simulating area. The results (not shown), were qualitatively the same as in Fig. 3, with
velocities that vary between the two values shown in the figure.
   In simulations using field values for Ligustrum lucidum, the general pattern of spread was
similar to G. triacanthos spread, although invasion velocity into the L. ternifolia forest was
much faster, 13.6 ± 0.1 m/y. The spread front h (x) was highly indented (Fig. 4), and patch
formation behind it was less dense compared to the forest invaded by G. triacanthos.

Comparison of  model performance with field data

To investigate the sensitivity of the spread velocity to the main life history traits detected as
important in a previous study using simple matrix and reaction-diffusion models (Marco
and Páez 2000), we performed several simulations using the IMCA model, changing values
of these traits for G. triacanthos and L. ternifolia, while keeping the rest of them fixed.
Results from population projection matrices showed that growth stages from seedlings to
adults made the greatest contribution to population growth in G. triacanthos. Thus, to
elucidate the influence of the juvenile bank in the invasion process, we performed
simulations with the IMCA model of the spreading of G. triacanthos into the L. ternifolia
forest, but withdrawing the juvenile bank of the invader. In this case, the simulations led to
a final stationary state with populations of G. triacanthos and L. ternifolia coexisting in the
long term, because the invader was not able of replacing the native species completely.
Another important trait influencing population growth detected by the matrix model was
the survival of the adult stage, especially for the native L. ternifolia. Results from the
IMCA simulations stated that, for an invader with juvenile bank, the invasion velocity into
a native forest was almost independent on all the life history traits of the native except the
longevity. Further simulations were performed using a simplified, random version of the
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one species cellular automaton model, in which the colonization probability becomes pi = 1,
independently of the cell i population. In these simulations, the dynamics of the native
depended only on the survival adult probability q (not shown), which is related to
longevity. This result holds for the simulation conditions if the invader has a juvenile bank.
As fecundity was apparently of no high importance in determining population growth in the
matrix model, we investigated, using the IMCA model, the variation of V with the mean
seed production while keeping d and tm fixed, for G. triacanthos values. Spread velocity
grew logarithmically with n, the number of seeds, at least for large values of n (Cannas,
Marco and Páez, submitted). We then investigated the influence of dispersal distance d on
V, using the IMCA model with G. triacanthos parameter values. We found that d was one
of the main factors influencing V, and that V depended linearly on dispersal distance (not
shown). Using the same parameter values we investigated the relationship between V and
tm, the age of reproductive maturity. V decreased logarithmically with tm for small values
(tm < 7 years), and for greater values behaved as V ~ 1/ tm.
   Results of aerial photographs interpretation showed that invasion both by G. triacanthos
and L. lucidum is very recent. By 1970, the area was still covered by native forests,
dominated by L. ternifolia and F. coco. As an example, Fig. 5 shows a small disturbed
stream surrounded by native forests. Although the forests had been suffering some degree
of clear-cutting from past decades, a well defined tree cover was still present. By 1996,
most of the area had been invaded by G. triacanthos and L. lucidum. The spread of the
invaders was facilitated by disturbances like clear-cutting, fires and urbanisation, but once a
new focus was established, the invaders were able to spread into the less disturbed native
forest. In Fig. 6 the same area shown in Fig. 5 is presented, with the spread of L. lucidum
marked schematically. The invader had covered the stream with a dense, almost
monospecific forest (in black in the photograph), and had propagated through the watershed
into the native forest (dark gray in the photograph). Light gray areas in the photograph
indicate relatively less invaded native forest. Intermediate stages of the invasion process
were detected in 1987 photographs (not shown). Error in species identification from aerial
photographs was about 10 %. Spread velocities of the invaders calculated from the aerial
photographs were in agreement with predictions of the IMCA model. For G. triacanthos,
field calculated spread velocity ranged between 2.5 to 4 m/y, which is consistent with the
velocity range predicted by the IMCA model for different habitat conditions (1.9 ± 0.1 m/y
for purely deep soils to 4.4 ± 0.1 m/y for purely rocky ground, Fig. 3). For L. lucidum, field
calculated spread velocity ranged between 11 to 12.5 m/y, slightly lower than the 13.6 ± 0.1
m/y predicted by the IMCA model.
   Finally, when considering the interacting case between the two natives, non-invader
species using the IMCA model, the spread of F. coco into L. ternifolia forests rendered a
stable stationary situation of a mixed forest with a distribution of patches of both species.
This pattern was produced because cells behind the spread of F. coco front can be re-
occupied by L. ternifolia (Fig. 7). The spatial pattern is similar to that found at field
(Bertrán de Solís 1986). Starting from an initial random mixing of both species, the
stationary state showed fixed values of the average population densities of both species.
Such values did not depend on the initial population values (Fig. 8). The predicted
proportion between the stationary densities taken as number of individuals of L.
ternifolia/number of individuals of F. coco = 0.67/0.29 = 2.3, compares well with the field
data value (between 1.1 and 2.8 depending on habitat characteristics, Bertrán de Solís
1986).
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Discussion

Results from this work showed that the modelling approach is indeed useful to understand
and predict biological invasions. The IMCA model was a suitable way of integrating the
main aspects of the invasion process, i.e., species invasiveness, habitat invasibility and the
interactions among them.
   With respect to species invasiveness, trends in life history and demographic traits
detected by elasticity analyses in a matrix model previously applied to the same invasion
system (Marco and Páez 2000), were easily modelled and tested for robustness using the
IMCA model. For example, key factors like the growth of juveniles to the adult stage and
survival of the adults were incorporated and tested into the IMCA model using a simple
population structure, helping to determine their mathematical relationship with invasion
success and spread velocity. The presence of a collection of juveniles waiting to grow to the
adult stage not only accelerated the rate of invasion but was determinant to ensure invasion
accompanied by displacement of the native species, both in G. triacanthos and L. lucidum
cases. The juvenile bank is important for other forest species regeneration, like Aglaia spp.
of the Meliaceae family (Becker and Wong 1985), and is also characteristic of the invasion
pattern of Melia azederach (D. Marco, unpublished observation), belonging to the same
family. In the matrix model previously applied, survival of adults was especially important
in the case of  the native L. ternifolia, as is typical for declining populations (Horvitz and
Schemske 1995; Oostermeijer et al. 1996; Valverde and Silvertown 1998). Using the
IMCA model we were able to determine that not only adult survival but mainly longevity
of the native species influenced spread velocity of the invader, at least when a juvenile bank
is present. Survival elasticities were also high for the invader G. triacanthos. Interestingly,
a sensitivity analysis performed on population matrices of the toad Bufo marinus invading
Australia showed that adult survival influenced population dynamics over any other
parameter at high densities (Lampo and De Leo 1998). Also, in a non-spatial model
developed for the invasion by the long-lived snail Batillaria attramentaria in California,
the invader´s adult mortality was determinant for invasion success and displacement of the
native snail Cerithidea californica (Byers and Goldwasser 2001).
   We were able to explore the role of fecundity in the invasion process, by separating in the
IMCA model the seed production and the germination probability. Although the elasticity
analysis previously performed showed that fecundity was not important in determining
population growth, the IMCA model stated that a relationship between seed production and
velocity of spread existed, and was logarithmic. This indicates that invasiveness is not
linearly influenced by seed production, in accordance to findings for pines and Eucalyptus
species (Higgins et al. 1996; Rejmánek and Richardson 1996; Richardson 1998). Then,
high propagule production is not necessarily a trait indicating high invasiveness, as it has
commonly been considered (e.g., Rejmánek 1996). In the same Bufo marinus example
given above, population sensitivity to variations in female fecundity was low (Lampo and
De Leo 1998).
   Importance of survival and fecundity on population growth of invaders could be
conditioned by adult life expectancy (longevity). As is evident, when longevity and yearly
adult survival are high, the generations overlap and individuals accumulate in this stage,
increasing population sensitivity to adult survival. At the same time, the importance of the
number of seeds or eggs produced to determine population growth may be lower, because
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of density-dependent regulation of recruitment in further stages. In Bufo marinus, a density-
dependent mechanism at the larval stage regulates the number of individuals surviving to
metamorphosis (Lampo and De Leo 1998). It is interesting to note that longevity of adult
Bufo marinus is higher in the invading Australian populations compared to South American
native populations, where predicted survival sensitivity is lower and female fecundity is
higher (Lampo and De Leo 1998). An elasticity analysis of populations of the invader
Senecio jacobea with biennial or short perennial life histories showed that fecundity was
determinant for population growth in biennial populations compared to perennials (McEvoy
and Coombs 1999). This relationship between adult survival, fecundity and longevity has
important consequences for controlling biological invasions: short-lived invaders are more
probably limited by propagule availability compared to long-lived invaders, for which
probably the adult survival is the key stage to control them. Reduction of adult survival was
proposed as the most effective strategy to control invasion by Bufo marinus in Australia
(Lampo and De Leo 1998). In plants, the presence of juvenile banks as in the case of G.
triacanthos or L. lucidum could difficult the implementation of this control strategy. In a
simulation using the SEIBS model, Higgins et al. (2000) showed that the most rapid and
cost-effective strategy for clearing invading populations of Pinus pinaster and Acacia
cyclops in Cape peninsula fynbos was to clear stands of juveniles first.
    The IMCA model detected a linear relationship between V and dispersal distance,
influenced by the age of reproductive maturity in such a way that a lower age of
reproductive maturity accelerated velocity of invasion even with shorter dispersal distances.
A similar interaction between age of reproductive maturity and dispersal distance
influencing velocity of invasion was found by Higgins et al. (1996), using the SEIBS
model. These authors offered the following explanation for this interaction: slow-maturing,
short-dispersing species are unlikely to have many adult trees on the edge of an invasion
focus when recruitment opportunities occur. This explanation is based on the demographic
structure resulting from the spatial model outputs, as we found in the IMCA model
simulations, where demographic structure of invaded areas is heterogeneous. The oldest,
reproductive individuals occupied the center of invading patches, while the younger, non-
reproductive individuals were located in the patch borders (not shown). Thus, at least when
no long-distance dispersal is considered, the spatial demographic structure of the invader is
important in determining velocity of invasion. This could hold for cases where long-
distance events occur, since age of reproductive maturity still affects invasion rate and
interacts with dispersal distance (Higgins and Richardson 1999). Thus, even when the
spread rate is defined as the expected velocity for the location of the furthest-forward
individual in the population (carried by long-distance dispersion, Clark et al. 2001), spatial
demographic structure could still be influencing the invasion velocity.
   With respect to habitat invasibility, habitat heterogeneity was easily included. In the
IMCA model simulations presented in this paper, habitat invasibility was considered as
different resource availability for the species. Inclusion of habitat heterogeneity did not lead
to a failure of the invasion success, but lowered the spread velocity of the invader. Other
factors influencing habitat invasibility such as disturbance can be easily added to the IMCA
model. Defining disturbance as any destructive event that is discrete in space and time
(White and Pickett 1985), distinct disturbances involving different number of cells can be
incorporated directly as site individual mortality and occupancy rules, or through
modifications in fecundity and seed dispersal parameters. Thus, fire, clear-cutting, grazing
or other disturbances can be easily incorporated into the IMCA model. If  known,
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interactions between species and disturbance can also been incorporated in an explicit way.
For example, non-invader and invader species may not respond in the same manner to
clear-cutting. In the study case reported in this paper, the percentage of canopy cover
remaining after clear-cutting is important in determining seed germination and seedling
establishment. While small amounts of tree canopy removal are necessary for the native,
non-invader L. ternifolia to recruit, the invader G. triacanthos needs moderate to high
canopy removal  (Marco and Páez 2000). If not known, possible responses of the species to
disturbance can be inferred from existing basic knowledge about life history and
demographic traits of the species, and from known disturbance effects on resource
availability. For example, it is known that seedlings of Ligustrum lucidum and other species
of Ligustrum are very shadow-tolerant (Lavergne et al. 1999; Grau and Aragón 2000).
Thus, it can be expected that species of Ligustrum will be able to invade low-disturbed
habitats, native dominated forests with closed canopies. In agreement with this, we have
shown that L. lucidum is invading the less disturbed native forests. Also, L. robustum is
invading non-disturbed, native forests in La Réunion island (Lavergne et al. 1999).
   Interactions between species and disturbance has been pointed out as a factor precluding
the usefulness of general models and motivating the necessity of context-specific model
formulation (Higgins and Richardson 1998). However, we believe that this is not
necessarily true. If model structure is flexible enough, as is the case of the IMCA model, a
trade-off between predictive power and model generality no longer holds. Using the results
obtained in this work and from other modelling efforts is possible to re-formulate the
factors and precision of data needed to mechanistically understand and predict biological
invasions. For example, when dealing with long-lived invaders, precise estimates of
fecundity are not necessary but other factors like the dispersal distance and age of
reproductive maturity should be included with the greatest precision possible in the model.
    When interaction (competition) between species was considered in the IMCA model,
velocity of invader´s spread was much lower compared with its spread as single species,
and the native species went locally extinct. This is in agreement with results from other
invasion models considering species interaction. In the study above cited, Byers and
Goldwasser (2001) found that the introduced snail B. attramentaria displaced the native
snail C. californica through exploitative competition. Interference competition can also be
important in determining the invasion outcome. Allelopathy effects from the weed
Acroptilon repens were conclusive in reaching plot dominance only if the native species
showed some degree of sensitivity to allelochemicals produced by the weed, as simulated
by Goslee et al. (2001) in a model based in field parameters. Competition with native
species has not been frequently addressed in invasion studies, and at present is difficult to
know in what extent this kind of species interaction is involved in invasion processes.
Further field studies are required to gather suitable data for parameterising invasion models.
   The present version of the IMCA model is suitable for dealing with invasions by sessile
organisms like plants, bivalves like the zebra mussel (Roberts 1990), or invaders that use
sessile hosts, like the fruit fly invading cultivars (Carey 1996). However, with few
modifications the model can be adapted to deal with mobile invaders, from viruses to
animals, by simply including an appropriate algorithm for individual displacement (Van
den Bosch and Metz 1996, Yoshimura et al. 1999). Other important trait of the IMCA
model is its modular design, where the building blocks are relatively simple one species
cellular automata models (Cannas et al. 1999). This allows for inclusion of several species
interacting between them in an explicit way, including dynamics of the invaders and native
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species in a single model. This trait is considered highly desirable in modelling biological
invasions (Higgins et al. 2000), although has rarely been included in invasion models (but
see Okubo et al. (1989), Byers and Goldwasser (2001), and Goslee et al.( 2001)). Future
applications of the IMCA model will be directed to a deeper exploration of habitat
invasibility and interactions, both as theoretical and applied aspects of the biological
invasion problem.

Acknowledgements

This work was supported by the Secretaría de Ciencia y Técnica de la Universidad
Nacional de Córdoba (SECyT), the Consejo de Investigaciones Científicas y Tecnológicas
de la Provincia de Córdoba (CONICOR), and the Consejo Nacional de Ciencia y Técnica
de la República Argentina (CONICET). Diego Vázquez, James Carlton and three
anonymous reviewers provided helpful suggestions on earlier versions of the manuscript.
We are especially grateful to Diego Vázquez as special editor, and to James Carlton for
devoting an especial issue of this journal to the works presented during a Simposium on
Biological Invasions in Argentina and Chile.

References

Andow DA, Kareiva PM, Levin SA and Okubo A (1990) Spread of invading organisms.

Landscape Ecology 4: 177-188.

Alpert P Bone E and Holzapfel (2000) Invasiveness, invasibility and the role of

environmental stress in the spread of non-native plants. Perspectives in Plant Ecology,

Evolution and Systematics 31: 52-66.

Aragón R (2000) Especies exóticas como recursos para las aves en bosques secundarios de

las yungas. In: Grau HR and Aragón R (eds) Ecología de árboles exóticos en las Yungas

argentinas, pp 21-35, LIEY, Tucumán, Argentina.

Auld BA and Coote BG (1980) A model of spreading plant populations. Oikos 34: 287-

292.

Auld BA and Coote BG (1990) INVADE: towards the simulation of plant spread.

Agriculture Ecosystems and Environment 30: 121-128.

Barkham JP and Hance CE (1982) Population dynamics of the wild daffodil (Narcissus

pseudonarcissus). III. Implications of a computer model of 1000 years of population

change. Journal of Ecology 70: 323-344.

Bertrán de Solís MA (1986) Estructura y composición de la comunidad de bosque serrano.

In: Luti, R (ed) Efecto de las actividades humanas sobre los ecosistemas motañosos y de

tundra, pp 97-110, UNESCO MaB 6, Technical Report. Montevideo, Uruguay.



14

Bianco SE (1989) Estudio sobre la germinación de Lithraea ternifolia (GILL) BARKLEY,

ROM y descripción de frutos,  semillas y plántulas. Tesina. CERNAR, Universidad

Nacional de Córdoba, 125 pp

Becker P and Wong M (1985) Seed dispersal, seed predation, and juvenile mortality of

Aglaia spp. (Meliaceae) in lowland dipterocarp rainforest. Biotropica 17: 230-237.

Burke MJW and Grime JP (1996) An experimental study of plant community invasibility.

Ecology 77: 776-790.

Byers JE and Goldwasser L (2001) Exposing the mechanism and timing of impact of

nonindigenous species on native species. Ecology 82: 1330-1343.

Cannas SA, Páez SA and Marco DE (1999) Modeling plant spread in forest ecology using

cellular automata. Computer Physics Communications 121-122: 131-135.

Carey JR (1996) The incipient mediterranean fruit fly population in California: implications

for invasion biology. Ecology 77: 1690-1697.

Clark JS Lewis M and Horvath L (2001) Invasion by extremes: population spread with

variation in dispersal and reproduction. The American Naturalist 157: 537-554.

Collingham, YC, Hill MO and Huntley B (1996) The migration of sessile organisms: a

simulation model with measurable parameters. Journal of Vegetation Science 7: 831-

846.

Crawley MJ and May RM (1987) Population dynamics and plant community structure:

competition between annuals and perennials. Journal of Theoretical Biology 125: 475-

489.

Czarán T (1989) Coexistence of competing populations along an environmental gradient: a

simulation study. Coenoses 4: 113-120.

Ermentrout GB and Eldestein-Keshet L (1993) Cellular automata approaches to biological

modelling. Journal of theoretical Biology 160: 97-133.

Gillman MP, Bullock JM, Silvertown J and Clear Hill B (1993) A density dependent model

of Cirsium vulgare population dynamics using field estimated parameter values.

Oecologia 96: 282-289.

Goslee SC, Peters DPC and Beck KG (2001) Modelling invasive weeds in grasslands: the

role of allelopathy in Acroptilon repens invasion. Ecological Modelling 139: 31-45.

Grau HR and Aragón R (2000) Arboles invasores de la Sierra de San Javier, Tucumán,

Argentina. In: Grau HR and Aragón R (eds) Ecología de árboles exóticos en las Yungas

argentinas, pp 5-20, LIEY, Tucumán, Argentina.

Haefner JW, Poole GC, Dunn PV and Decker RT (1991) Edge effects in computer models

of spatial competition. Ecological Modelling 56: 221-244.



15

Higgins SI and Richardson DM (1996) A review of models of alien plant spread.

Ecological Modelling 87: 249-265.

Higgins SI and Richardson DM (1998) Pine invasions in the southern hemisphere:

modeling interactions between organisms, environment and disturbance. Plant Ecology

135: 79-93.

Higgins SI and Richardson DM (1999) Predicting plant migration rates in a changing

world: the role of long-distance dispersal. The American Naturalist 153: 464-475.

Higgins SI, Richardson DM and Cowling RM (1996) Modelling invasive plant spread: The

role of plant-environment interactions and model structure. Ecology 77: 2043-2054.

Higgins SI Richardson DM and Cowling RM (2000) Using a dynamic landscape model for

planning the management of alien plant invasions. Ecological Applications 10: 1833-

1848.

Higgins SI Richardson DM and Cowling RM (2001) Validation of a spatial simulation

model of a spreading alien plant population. Journal of Applied Ecology 38: 571-584.

Horvitz CC and Schemske DW (1995) Spatiotemporal variation in demographic transitions

of a tropical understory herb: projection matrix analysis. Ecological Monographs 65:

155-192.

Huston M, DeAngelis D and Post W (1988) New computer models unify ecological theory.

BioScience 38: 682-691.

Jeltsch F, Milton SJ, Dean WRJ and van Rooyen N (1997) Analysing shrub encroachment

in the southern Kalahari: a grid-based modelling approach. Journal of Applied Ecology

34: 1497-1508.

Keegan JM (1984) Crecimiento individual, estructura y dinamica poblacional de  Fagara

coco (GILL) ENGL y Lithraea ternifolia (GILL) BARKLEY, ROM en una área

perturbada de las Sierras Chicas de Córdoba. Tesina, CERNAR, Universidad Nacional

de Córdoba, 120 pp

Lampo M and De Leo GA (1998) The invasion of the toad Bufo marinus: from South

America to Australia. Ecological Applications 8: 388-396.

Lavergne C, Rameau JC and Figier J (1999) The invasive woody weed Ligustrum robustum

subsp. Walkeri threatens native forests on La Rèunion. Biological Invasions 1: 377-392.

Lonsdale WM (1999) Global patterns of plant invasions and the concept of invasibility.

Ecology 80: 1522-1536.

Luti R, Galera MA, Muller N, Berzal M, Nores M, Herrera M and Barrera JC (1979)

Vegetación. In:  Vazquez JB, Miatello R and Roque M (eds) Geografía física de la

Provincia de Córdoba, pp 297-368. Ed. Boldt, Buenos Aires.



16

Mack M and D´Antonio C (1998) Impacts of biological invasions on disturbance regimes.

Trends in Ecology and Evolution 13: 195-198.

Marco, DE and Páez SA (2000) Invasion of Gleditsia triacanthos in Lithraea ternifolia

montane forests of central Argentina. Environmental Management 26: 409-419.

McEvoy PB and Coombs EM (1999) Biological control of plant invaders: regional patterns,

field experiments, and structured population models. Ecological Applications 9: 387-

401.

Moloney KA and Levin SA (1996) The effects of disturbance architecture on landscape-

level population dynamics. Ecology 77: 375-394.

Okubo A, Maini PK, Williamson MH and Murray JD (1989) On the spatial spread of the

gray squirrel in Britain. Proceedings of the Royal Society, London, Series B. 238: 113-

125.

Oostermeijer JG, Brugman ML, De Boer ER and den Nijs HCM (1996) Temporal and

spatial variation in the demography of Gentiana pneumonanthe, a rare perennial herb.

Journal of Ecology 84: 153-166.

Reichard AH and Hamilton CW (1997) Predicting invasions of woody plants introduced

into North America. Conservation Biology 11: 193-203.

Rejmánek M (1996) A theory of seed plant invasiveness: the first sketch. Biological

Conservation 78: 171-181.

Rejmánek M and Richardson DM (1996) What attributes make some plant species more

invasive? Ecology 77: 1655-1661.

Richardson DM (1998) Forestry trees as invasive aliens. Conservation Biology 12: 18-26.

Richardson DM, Pysek P, Rejmánek M, Barbour MG, Panetta FD and West CJ (2000)

Naturalization and invasion of alien plants: concepts and definitions. Diversity and

Distributions 6: 93-107.

Roberts L (1990) Zebra mussel invasion threatens U.S. waters. Science 249: 1370-1372.

Schnabel A and Hamrick JL (1995) Understanding the population genetic structure of

Gleditsia triacanthos L.: the scale and pattern of pollen gene flow. Evolution 49:921-

931.

Silvertown J and Lovett Doust J (1993) Introduction to Plant Population Biology.

University Press: Blackwell Science, Cambridge, 210 pp

Silvertown J and Franco M (1993) Plant demography and habitat: a comparative approach.

Plant Species Biology 8: 67-73.

Silvertown J, Holtier S, Johnson J and Dale Pam (1992) Cellular automaton models of

interspecific competition for space- the effect of pattern on process. Journal of Ecology

80: 527-534.



17

Silvertown J, Franco M, Pisanty I and Mendoza A (1993) Comparative plant demography:

relative importance of life cycle components to the finite rate of increase in woody and

herbaceous perennials. Journal of Ecology 81: 465-476.

Valverde T and Silvertown J (1998) Variation in the demography of a woodland understory

herb (Primula vulgaris) along the forest regeneration cycle: projection matrix analysis.

Journal of Ecology 86: 545-562.

Van den Bosch F and Metz JAJ (1996) The velocity of spatial population expansion: an

overview of the individual based approach. Aspects in Applied Biology 46: 231-238.

Wallinga J (1995) The role of space in plant population dynamics: annual weeds as an

example. Oikos 74: 377-383.

Walker LR and Vitousek PM (1991) An invader alters germination and growth of a native

dominant tree in Hawaii. Ecology 72: 1449-1455.
White PS and Pickett STA (1985) Natural disturbance and patch dynamics: an introduction.

In: Pickett STA and White PS (eds.) The Ecology of Natural Disturbance and Patch

Dynamics, pp. 3-13. Academic Press, Orlando, Florida.

Yoshimura A, Kawasaki K, Takasu F, Togashi K, Futai K and Shigesada N (1999)

Modeling the spread of pine wilt disease caused by nematodes with pine sawyers as

vector. Ecology 80: 1691-1702.



18

Table 1. Values for the parameters used in the IMCA model. See text for parameter

explanations.

Parameter Gleditsia
triacanthos

Lithraea
ternifolia

Ligustrum
lucidum

Fagara
coco

d (grid units) 3 1 6 1
tmax (years) 75 140 75 40
q 0.96 0.98 0.96 0.93
tm (years) 7 20 6 5
n (seeds/plant) 14000 6000 15000 6000
ts (year) 1 2 1 1
fg 0.2 0.01 0.4 0.2
Ps 0.4 0.3 0.8 0.5
tj (years) 5 0 5 0
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Figure captions

Figure 1. Schematic organisation of the main elements in a generic biological invasion
process formulated as model inputs (species and habitat information), and outputs
(predicted patterns and rates of invasion).

Figure 2. Schematic representation of the simulation area of the cellular automaton model.
Each cell in the grid represents a site available for individual occupancy (black rhombs).
Population is spreading from a line of individuals located in the bottom of the simulation
area. The spread front position is indicated (irregular bold line), as well as the averaged
spread front (straight bold line).

Figure 3. Average front position of Gleditsia triacanthos in the dense forest of Lithraea.
ternifolia as a function of time. Velocity of the invasion front (V, measured as asymptotic
speed of the averaged spread front) is shown, for two different habitat conditions,
homogeneously deep soil (continuous line), and homogeneously rocky ground (dashed
line).

Figure 4. Ligustrum lucidum invasion (black cells) into a dense Lithraea ternifolia forest
(gray cells), starting from a line of trees located at the bottom of the simulation area of 80 x
160 cells. White cells correspond to empty cells. The spread front position h (x) is
indicated.

Figure 5. Aerial photograph of the area taken as study case, corresponding to 1970. A small
disturbed stream and its associated watershed is shown, surrounded by native forests
dominated by Lithraea ternifolia and Fagara coco (different gray intensities correspond to
slope aspect).

Figure 6. Aerial photograph of the same area shown in Fig. 5, corresponding to 1996. The
watershed was almost entirely invaded by Ligustrum lucidum, and the native forest (light
gray) has been replaced by dense forests of the invader (black area, covering the stream),
and by mixed forests of the invader and native species (dark gray areas).

Figure 7. Fagara coco spread (black cells) into a dense forest of Lithraea ternifolia forest
(gray cells), starting from a line of trees located at the bottom of the simulation area. White
cells correspond to empty cells. Different snapshots show consecutive stages of the
spreading process, from t = 20 years to t = 200 years.

Figure 8. Average population densities for the spread of Fagara coco and Lithraea
ternifolia as a function of time, starting from different random spatial distributions of both
species. The lower and upper curves (black lines) corresponded to an initial forest
composition of 90 % and 10 % of L. ternifolia and F. coco, respectively, while middle
curves (gray lines) corresponded to  40 % and 60 % respectively.
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